Joint research for a healthier future

Tutorial SN
NAKO TransferHub

Your guide to accessing NAKO data - Learn step by step how to apply
for research data and submit a successful application.




Key points upfront

What is the NAKO TransferHub?

The central platform for applying for data and biosamples for reviewed scientific research projects is the
NAKO TransferHub. If you wish to conduct a scientific research project using data or biosamples from the
German National Cohort (NAKO), you can browse all available data and variables on this platform and
compile a tailored selection to adress your research question.

Where can | find important information?

Before applying for the data required for your research project, please ensure that you have reviewed the key
documents in advance (e.g. the use and access policy and the information on the use and access procedure).
You can find these at: www.nako.de/en/transferhub

Who is allowed to apply for data?
Researchers from the EU, the EEA, and other countries that comply with the European General Data
Protection Regulation (GDPR) can submit applications in accordance with the use and access policy.

Who should | contact if | have questions or require clarification?

The Transfer Office provides guidance on enquiries regarding NAKO data and biosamples, reviews use and
access applications, and coordinates the peer-review procedure for new research projects. Email:
Transferstelle@nako.de
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Criteria for a Successful Application

Credibility of the application

Applications will only be considered if it is clearly demonstrated that the applicants are genuine individuals
affiliated with an institution within the EEA or a country with an adequacy decision. If the applicantis a
doctoral candidate, the supervising professor must be listed as a co-applicant. Please also ensure that you use a
valid institutional (business) email address and not a private one.

Coherence and feasibility
The application must be aligned with the aims and objectives of the German National Cohort (NAKO). The
scientific rationale of the proposed project, as well as compliance with legal and ethical standards, must be

sound. In addition, the application must clearly demonstrate that the objectives of the planned evaluations or
analyses can be achieved using the resources described.

Data minimization
Only those variables should be selected for the research project that are both substantively and analytically

relevant to the project and the planned analyses. Applications requesting an excessive number of variables
(>1000) will only be accepted in well-justified exceptional cases.
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First steps

How can I register for the NAKO TransferHub?

To register, first click on “Login” in the top right-hand corner of the NAKO TransferHub homepage:

= NAKO TransferHub > Home EN ® FAQ #) Login

@ International NAKO Conference 2026 - Register now and join us! nako.de/conference2026

NAKO TransferHub

Data and biosamples Application for scientific use Approved research projects

In the data dictionary you can view the Would you like to conduct a scientific research What research questions are other researchers
available data and biosamples together with project and request data or biosamples? already working on? Here you can view all

the description of the study variables. As a registered user, you can submit an approved research projects that use NAKO
Registration is required to access this area. application for the scientific use of NAKO data data and biosamples.

and biosamples here.

View data dictionary Submit application Research projects

You will then be redirected either to a login page (if you have already registered) or to a registration page (if
you have not yet registered).
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First steps

How can I register for the NAKO TransferHub? : :
Registration

To submit a usage request to the transfer unit, all applicants must first register by providing their contact
Login details below. Once you submit this registration form, you will receive an email containing a confirmation

link to activate your account.

) ; e )
Username or email address * Please note that fields marked with a blue asterisk (*) are required.

® Language
-
Language * English -
Password *
P Personal information
Salutation * Please select... -
%] Login Title
. - _ First name *
Last name *

Post-nominal title (e.g.

is your first time using NAKO TransferHub?
M.5c., MPH)

&+ Register
Login information

Once you click on “Register”, you will be redirected to ysername * Arleasts characters °
the registration page, where you can enter the required Passwerd FrieestE charers ©
personal details and submit your registration.

Email address * o

Confirm password *
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First steps

How can I register for the NAKO TransferHub?

After submitting your registration, you will receive a confirmation
email. Once you have confirmed your email address, you can log
in to the TransferHub using your password.

Dear | |

Thank you for registering with your email address at the Transfer Unit
of the German National Cohort (NAKQO). Please note that your

Login

registration will not be complete until you confirm the validity of your (—

email address. .
Username or email address *

L
1
Password *

Once you have confirmed your email address, you will be able to log p
in to NAKO TransferHub using the credentials you have chosen. From
there, you can request data or biosamples from the NAKO study. y

Password lost / login problems

If you have any questions, you can contact transfer-nako@med.uni-
greifswald.de, or reply directly to this email.

Is this your first time using NAKO TransferHub?

With kind regards,

. f
Your NAKQO Transfer Unit =t Register
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Landing page

\\ﬂ_ﬁ NAKO TransferHub

i Data and biosamples Application for scientific use Approved research projects
Overview of a
available data i
. In the data dictionary you can view the Would you like to conduct a scientific research What research questions are other researchers Overview of
and biosam P les available data and biosamples together with project and request data or biosamples? already working on? Here you can view all | d d
the description of the study variables. As a registered user, you can submit an approved research projects that use NAKD alrea y d p p rove
Registration is required to access this area. application for the scientific use of NAKO data data and biosamples. H
—_ e research projects

' "
) o ) Important documents
You are now in the application portal, the TransferHub of the German National
Cohort (NAKO). All information about the use and access process and olf refevant 0 MAKO study description 2022, [ 2014
documents for your research project can be found here. i H
for yo project can be found here [ Use .ard.ﬁ;ccess. Policy Selectlon Of the
- [ Publication Policy .
[ [ Application procedure most |mporta nt
[h Data Handbook of MAKO Health Study
[ Biosample applications J documents for
Access to all B MRI data L .
important B Correction weights _ the application
[@ Emvironmental data
information i
L. A
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Landing page

@ NAKO TransferHub

Data and biosamples

In the data dictionary you can view the
available data and biosamples togather with
the description of the study variables.
Registration is required to access this area.

Application for scientific use

Would you like to conduct a scientific research
project and request data or biosamples?

As a registered user, you can submit an
application for the scientific use of NAKO data
and biosamples here.

Submit application

)

Approved research projects

What research questions are other researchers
already working on? Here you can view all
approved research projects that use NAKD
data and biosamples.

Research projects

J

Q
N\

You are now in the application portal, thy
Cohort (NAKO). All information about the
documents for your research project can b

Click on “Submit
application.” You will
then be taken to the

application page.

e

Important documents

0 NAKO study description 2022, [ 2014
, Use and Access Policy

, Publication Policy

, Application procedure

Data Handbook of MAKO Health Study
Biosample applications

MRI data

, Correction weights

, Environmental data

TR T

maore &

A
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Submit a use and access application

At the beginning of the application form, you can choose between different tabs. It is recommended that you
work through them one by one to ensure that you do not miss any important information.

General information Specific and detailed Explicit selection of the The ,Biosamples" tab is optional and only

on the applicants and information about variables to be used for needs to be completed if biosamples are

the planned project the planned project the planned research required for the planned project. In this tab,

project the individuals responsible for biosamples

~_] N P can be specified, and the planned analyses
Application Project Data Biosamples and analytes can be described.

* Mandatory field, your entries will be saved automatically as soon as you leave an input
field.

The purpose of the application is to assess whether the proposed research project is
health-related, feasible and in the public interest. This requires a brief summary of the

research project (i.e. a description of the objectives, methods and planned results), not a
complete scientific re-evaluation!
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SUBMIT A USE AND ACCESS APP

APPLICATION




Submit a use and access application — Application

Type *

Type: This is a default setting and cannot
be changed.

A | Use and Access Application for scientific evaluation

Allocation *

procedure, special calls are occasionally
issued, to which the planned project can

> Allocation: In addition to the standard

®  regular usage request

WGS-Application (project partners of NAKO-1043 only) be assigned
Special, temporally limited calls may be available. If you wish to join an available call, you
can select it here. Issue key of the old application: If an
application has already been approved
Issue key of the old application and the current application relates to it,

this can be indicated here.

Please only fill in in the case of follow-up applications, otherwise leave blank.

Title of the project: Please enter a clear,
Title of the project * concise, and meaningful title for the
project here.
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Submit a use and access application — Application

Main applicant *

| Applications without co-

The main applicant is the project manager afte applicants are rather

application. The project manager can be replal yncommon. As a rule. a robust
* ’

institution at any time if NAKO e. V. agrees to tf licati hould includ
An amendment to the contract approved by bg application should incluae

project management to another institution. several co-applicants to
adequately address the
Co-applicants complexity of the project.

Enter names here

Invite a person who hasn't registered yet

All co-applicants involved in the research project, inclu all persons requiring access to
the data.

Persons requiring access to the data *

Enter names here

Invite a person who hasn't registered yet

Which co-applicants should be given access to the requested data as part of the projeres

TUTORIAL NAKO TRANSFERHUB

Main applicant: This is always the person who
is logged in and is primarily responsible for
preparing the application.

Co-applicants: Additional individuals involved
in the application can be selected here. To
submit the application, co-applicants must be
registered. However, unregistered individuals
can still be entered while the application is in
draft form.

Persons requiring access to the data: This
specifies which individuals will be granted
access to the data. They must also be listed as
co-applicants.

People who are not yet registered can be
invited here




Submit a use and access application — Application

Main applicant *

The main applicant is the project manager after approval of the use and access
application. The project manager can be replaced by another person from the same
institution at any time if NAKO e. V. agrees to the replacement in text form (e.g. by e-mail).
An amendment to the contract approved by both parties is required for the change of
project management to another institution.

Co-applicants

Enter names here

Invite a person who hasn't registered yet

All co-applicants involved in the research project, including all persons requiring access g
the data.

Persons requiring access to the data *

Enter names here

Invite a person who hasn't registered yet

Which co-applicants should be given access to the requested data as part of the project?

TUTORIAL NAKO TRANSFERHUB

Invite a person who hasn't registered yet x

Here you can invite a person who is not yet registered in the system to participate in your
application. This person will receive an invitation e-mail asking for registration and the name
will be entered in the correspending field of your application. The application can only be
submitted when all persons involved have completed the registration process.

Salutation *

Please select... =
Title

First name *

Last name *

Email address *

Institution / organisation *

Apply and send invitation




Submit a use and access application — Application

Comments by the applicant

Attention: Variables can only be requested via the variable set ("Data" tab). Free text
requests in text fields will not be considered. Please wait with the application if the
variables required for the planned analyses are not yet available.

Declaration of consent *

| have read and understood the Use and Access Policy. | am aware that it
forms the basis for the application and all subsequent processes.

Please read the Use And Access Policy.

Application attachments

Last Modified 2

Name - Size (Bytes) %

10,485,760 Bytes remaining.

+ Application attachments [, Upload X Cancel

TUTORIAL NAKO TRANSFERHUB

Comments by the applicant: This field
refers exclusively to special circumstances
that cannot be covered in other parts of
the application.

Declaration of consent: Please read the
Use And Access Policy beforehand (linked
below) and confirm that you have read it.

Application attachments: Here, you have
the option to upload additional
information as attachments to the
application.

Please refrain from uploading excessively
large documents, as these cannot be
reviewed. In most cases, no additional
attachments are necessary.




SUBMIT A USE AND ACCESS APP

PROJECT




Submit a use and access application — Project Ne

Summary: Please provide a brief, concise,
and clearly structured summary of the
research project in language that is easily
understandable to a general audience
without specialised scientific knowledge.

summary *

Briefly describe your project in a generally understandable form, stating the objectives,
scientific justification, project duration and expected impact on public health. This

Keywords: These are terms that are summary will be displayed to interested parties in the future participant portal.

directly related to your research project
(similar to keywords used in publications). YI Keywords *

Scientific background: Please briefly
describe the scientific context of your

project here Y scientific background *

Please make sure to focus only on the
essentials and avoid lengthy scientific

explanations spanning multiple pages. What is the scientific background of your research project, including bibliographic
references?
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Submit a use and access application — Project Ne

Issues and objectives: Please formulate your Issues and objectives *
research questions and/or specific hypotheses as
precisely as possible. Where feasible, focus on the
key research questions.

Please describe the issues and objectives of the research project as precisely as possible.
Consider dividing your project into multiple
applications in order to reduce complexity. Study design and approach *

Study design and approach: In this section, please

also describe the specific measurement time
points or survey waves that you intend to examine Describe the study design and the methods used. Please describe the procedures used as

. . . . well as the evaluation concept and the statistical methods.
in your project. This facilitates the .

comprehensibility of the resulting statistical
analysis procedures.

Fossible conclusions *

Possible conclusions: Please explain the practical
relevance as well as the scientific value of your
project.

What possible conclusions can be drawn from your research project?

TUTORIAL NAKO TRANSFERHUB



Submit a use and access application — Project Ne

Justification of feasibility: Please specify as
precisely as possible the sample size with which
you intend to investigate your specific research
guestions. The corresponding power analysis on
which this is based should also be stated explicitly.

Justification of feasibility *

Please state case number estimate, justification/information on statistical power,

.. ) information on funding, human resources and statistical expertise.
The power analysis is particularly relevant for

studies of subpopulations with smaller sample
sizes. For analyses involving large samples (several
hundred thousand cases), it is less critical. In such
cases, rather than focusing on “significance” in the
reporting of results, greater emphasis should be
placed on the effect size of the identified Yes
relationships.

Is your project financed by third-party funds?

®  (Please select)

Mo

. . L l7 If so, please contact the Transfer Unit before submitting your application. This is the only
Third-party funding: Please indicate here whether way to ensure that the regulations of the funding organisation can be implemented within

third—party funding is available. the framework of the German National Cohort (NAKO).
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Submit a use and access application — Project Ne

Planned publications: Please list the publications

related to the research project that you intend to Planned publications *
write. In this regard, please also review the

publication policy of NAKO specifically.

NAKO-Publication-Policy v6.pdf Please enter possible publication topics here and specify the type of publication (e.g.
Master's thesis, poster, presentation, article). The Publication Policy applies to publications

of scientific research results using NAKO data and biosamples.

When describing the publication topics, the aim is
not to develop final publication titles at this stage.
Nevertheless, please try to describe them as
concretely as possible and identify suitable
academic journals.

Period of use *

Please enter how many months you wish to use the data and, if applicable, biosamples

Period of use: Please Specify as reaIisticaIIy as after receipt. The period of use begins with the delivery of the data and biosamples and
ends after the project term specified here has expired.

possible the period during which you intend to
use the data or biosamples. A typical duration is
12—-36 months.

TUTORIAL NAKO TRANSFERHUB
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Submit a use and access application — Data

3\

Variable set

Please select... - [E Create variable set e

All the required variables must be selected in the Data Dictionary. The exact list of
requested variables can be changed before data provision if the NAKO e. V. agrees in text
form (e.g. by e-mail).

Restricted variables

Additional justification for use-restricted variables

Please check the Data Dictionary to see whether the need for a justification is listed for
selected variables with a lock or warning symbol in the "Restrictions" section for your
application type.

TUTORIAL NAKO TRANSFERHUB

You can only select a variable set here if you
have already compiled one yourself
beforehand. When compiling a variable set
for the first time, please go to the field
“Create variable set.”

Click on this field to access the data directory
and select the variables relevant to your
research project.

Restricted variables: These variables
require an additional justification. They are
marked accordingly (yellow) in the usage
directory (variable selection).




Submit a use and access application — Data

_ ) = . .
Variable set You can only select a variable set here if you
Please select... - [ B Create variable set 0]7 have already compiled one yourself
All the required variables must be selected in the Data Dictionary. The exact list of beforehand. When compiling a variable set
requested variables can be changed before data provision if the NAKO e. V. agrees in text for the first time’ p|ease g0 to the field
orm (e.g. by e-mail). .
form (e.g. by e-mat) “Create variable set.”

Restricted variables

» | | B Status MRI examination

¥ | | B Are there any remarks? directory
» [ | #Remarks @ |our
Additional justification for use-restricted variables T OTETT PO

Restricted variables: These variables

Please check the Data Dictionary to see whether the need for a justification is listed for require an additional JUStIflcatlon' They arc
selected variables with a lock or warning symbol in the "Restrictions" section for your marked accordlngly (yeIIow) in the usage

application type. directory (variable selection).
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Submit a use and access application — Data

On the left-hand side, the data
@ International NAKO Conference 2026 - Register now and join us! nako.de/conference . . . .
- o directory is displayed, from which |. . &
Data dictionary (0 of 19,387 variables selected), as at 18/05/2026 you can SEIeCt a” va ria bles B0 laitilals!
" Wbaseline data relevant to your research project.

~ [WDemography

v

~ [_] M Basic data: Age, gender, extent of examinations ~ [ Basic data: Age, gender, extent of examinations

v [ General Description Baseline data: Age, gender, estimated number of completed examinations and surveys per examination wave
- |:| Gender according to internal accounting criteria.
| ® Gender - Baseline examination Unique Key basisdaten
™Y - i i . . .
[]® Gender -Calibration study The black symbol may indicate different
[ ] ® Gender - Health follow-up survey 1 (GEFU 1) . .
D ® Gender - First re-examination Ch a ra Cte rlStICS:
@ enger- st Corona survey — restricted-use variable(s)

| ® Gender - Second Corona survey .
» MaErhebungsdatum Z — non-quality-checked raw data
* L] mpistance to baseline — quality-checked raw data

> []mAge at examination date ° eI 7 WeTERBESThTEToung AR VErghare DAtEnsate
» [ | fmAge group on examination date 30 204640
» [ | mmParticipation status
' g Place of examination A yellow marking indicates that the
4 Level
» (] maStatus MRI examination variable(s) are subject to restricted use,
:g :“”“ek”""‘”””ema”“"? . meaning that approval and/or a justification
[ Statns nf the pxaminatinn mndnle "Rasir data” W iS req u i red . v
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Submit a use and access application — Data

In the search field, you

© International NAKO Conference 2026 - Register now and join us! nako.de/conference2026 Ca n SpeCifica | Iy IOO k
Q. search term or phrase i for particular
Data dictionary (0 of 19,387 variables selected), as at 18/05/2026 o HH Save ~ Context and properties Va ria bles ) B0 laitilals!
~ M baseline data _/\ & I baseline data -
~ [WDemography .
- |:| Basic data: Age, gender, extent of examinations Th IS b UttO n a I IOWS gender, extent of examinations
~ W General yo u to COI Ia pse a I I Base\irTe datq: Age, gender, es.timat.ed humber of completed examinations and surveys per examination wave
- D Gender according to internal accounting criteria.
D ® Gender - Baseline examination expa n dEd paths basisdaten
[ ] ® Gender - Calibration study . Form / Observation
D ® Gender - Health follow-up survey 1 (GEFU 1) aga I n ‘ nc_dd.t_dd_untersuchung
| ® Gender - First re-examination Comment Probanden-Basisdaten
[_] ® Gender - First Corona survey Header Basic data: Age, gender, extent of examinations
[ ] ® Gender - Second Corona survey
\ o erhebungsdatum Important notes:
» [ moistance to baseline — Select all variables individually. If you click the checkbox of a higher-
» [ |7nAge at examination date . . . . .
+ ] mAge group on examination date level path, all underlying variables will be selected (including those
' g Partiipation status from different survey waves).
4 Place of examination
[ mLevel — Please also follow the principle of data minimization and select only
' g e e the variables that are relevant.
4 Are there any remarks? . . .
+ [ mRemarks — Focus on derived variables instead of raw data.
[ Statns nf the examinatinn mndnle "Rasir data”
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Submit a use and access application — Data

© International NAKO Conference 2026 - Register now and join us! nako.de/conference2026

Q. | search term or phrase v « O

Data dictionary (0 of 19,387 variables selected), as at 18/05/2026 e aF Save - Context and properties @

aL
ar
ra
La

v [Mbaseline data a » [ baseline data

~ [WDemography

a
+ (8 Demography
~ [_] M Basic data: Age, gender, extent of examinations ~ [ Basic data: Age, gender, extent of examinations
— Description Baseline data: Age, gender, estimated number of completed examinations and surveys per examination wave

. . .. according to internal accounting criteria.
When you click on individual e ey
variables or on higher-level groups of Element Ijpe Form / Observation

Metadata Source nc_dd.t_dd_untersuchung

basisdaten

variables, detailed information about
the respective Va ria bles Wi” be Header Basic data: Age, gender, extent of examinations

Comment Probanden-Basisdaten

. . . Menu ftem Text Basic data
displayed on the right-hand side. s o
Display Order 1

* [ Age at examination date o Data availability Wellenbeschreibung Aktuell verfiigbare Datensétze
» [ ]MmAge group on examination date - 504540
» [ | mmParticipation status 20 5096
» [ ] M Place of examination 50 171636
v [ ]raLevel 55 161749
» [ ] status MRI examination 56 114180
» [ | Are there any remarks? 60 138308
» [ ] mRemarks [ ) &

v 70

- Statiis nf the examinatinon module "Rasic data”
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Submit a use and access application — Data

@ International NAKO Conference 2026 - Register now and join us! nako.de/conference2026

Q | search term or phrase LA ; |
Data dictionary (6 of 19,387 variables selected), as at 18/05/2026 O i:|| saver -~ Context and properties i Py
~ [iDemography 0 Demography
- |E| Basic data: Age, gender, extent of examinations ic data: Age, gender, extent of examinations
~ W General escription Baseline data: Age, gender, estimated number of completed examinations and surveys per examination wave
- Gender according to internal accounting criteria.
® Gender - Baseline examination Unique Key basisdaten
® Gender - Calibration study
® Gender - Health follow- 1 h
sder-meamelowp el Qnce you have selected all variables relevant to [
@ Gender - First re-examination . at
@ Gender - First Corona survey your research project, you can save them by | ..ooremnstons
® Gender - Second Corona surve H H o ”
! 7| clicking “Save and proceed to request” at the
* [ Erhebungsdatum
+ [] mbistance to baseline top. You can open and edit the saved variable
e eemnEron e set at any time before submission. Aktuel verfugbare Datensatze
4 |:| Age group on examination date 204640
* [ | M Participation status a0 5996
» [ ] Place of examination 50 171636
v [l Level 55 161749
» [ ] #0status MRI examination 36 114180
» [ | M Are there any remarks? @ 138308
65
* [ | mRemarks o -
> statns af the pyaminatinn maodiile "Rasic data” v v
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Submit a use and access application — Data

© International NAKO Conference 2026 - Register now and join usl nako.de/conference2026

Q. search term or phrase v -« O
Data dictionary (66 of 19,387 variables selected), as at 18/05/2026 © i saver - Context and properties
-~ Mbaseline data B save and proceed to request After selecting and saving a variable
~ [ Demography B save with new name and proceed to request...

- B Basic data: Age, gender, extent of examinations B save with new name... Set’ yo u Ca n reVise it aga i n a n d Save it

- M General under a new name. The saved datasets
~ [w] 0 Gender

(7] ® Gender - Baseline examination can later, if necessary, be used to
[v] ® Gender - Callbration study define the study population.

® Gender - Health follow-up survey 1 (GEFU 1) save variable set ®

® Gender - First re-examination

® Gender - First Corona survey

® Gender - second Corona survey Name for variable set: *
* IMErhebungsdatum

’ Distance to baseline

Save and proceed to request
» Age at examination date

4 Age group on examination date

e Participation status

4 Place of examination

v Level

v Status MRI examination
4 Are there any remarks?

’ Remarks (]

v [ Statn= nf the examinatinn madiile "Rasic data”
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Submit a use and access application — Data

Study populations *

% Define new population + Add existing population

Select a predefined study population or define your own study population using inclusion
criteria based on the selected variables.

This button allows you to select an already
existing population (e.g., the main study).
Once you click on it, the following selection
will open:

Coding of the participants

L [Pl £dse EEIECt} Study populations *

Anonymisation 8

Please select...

Please select... a
* O
. - . 4 defined
Pseudonymisation colece Predefine _
criteri Hauptstudie - m_tgr_nako = 1
. . s . . . - Data F 100.000 - m_t; ko_df100k =1
For anonymised data output,person-identifying key is removed.Only select anonymisation if | o e s nare
o ) ) ) ) Codin MRT-Studie - (u1_basis_status_mrt = 3 AND m_tgr_na...
you don't intend to integrate results data into research database. Select pseudonymisation FUballer-Kohorte - m tgr fuba =

if results data are to be integrated into research database.

TUTORIAL NAKO TRANSFERHUB

own v




Submit a use and access application — Data

Study populations *

Selection criterion

% Define new population

Usage requests typically only include a subset of the total study population. To be able to define a
Select a predefined study population or define your own study population using subpopulation to be investigated, we need to know the corresponding inclusion criteria.
criteria based on the selected variables.

Name o

Here, you can define your own population. Under
Name please assign a clear and understandable
name for the respective population. Cohort selection €9

Anonymisation All cohorts

Pseudonymisation Variable set £

For anonymised data output,person-identifying key is removed.Only select anor Please sele gy

you don't intend to integrate results data into research database. Select pseudo
if results data are to be integrated into research database.
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Submit a use and access application — Data

Selection criterion

Usage requests typically only include a subset of the total study population. To be able to define a

subpopulation to be investigated, we need to know the corresponding inclusion criteria.

Name o

Cohort selection o

—

Cohort selection: Here, you can select specific
cohorts. Only participants from the selected
cohort will then be included.

All cohorts =

Variable set 0

Please selec «

Once you have selected a variable set, a tool will open that allows you to
independently define your subpopulation. This will be explained step by step on the

following pages using an example.

TUTORIAL NAKO TRANSFERHUB

Under Variable set, you can select a predefined
variable set or one you have previously
compiled and then define a subpopulation.




Submit a use and access application — Data

On the left-hand side, you can choose from predefined conditions/templates. If you wish to define your own condition,
first click on “Add variable condition”. A new window will open.

[ i @
Standardized description of the subpopulation €1 v View options

Prepared conditions & -

Search

Participants from Baseline
examination

Define Condition
Choose one of the following ways to start your query.

Participants from first re-
examination

MRI Participants T :

Choose from Template New Condition
participants at SZ Augsburg
Use the list on the left to load a predefined Create a completely custom variable
participants at SZ Berlin-Mitte condition. condition from scratch.
participants at SZ Berlin-Nord & Select from the left menu + Add variable condition

participants at SZ Berlin-Sud

participants at SZ Bremen
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On the left-hand side, you can choose from predefined conditions/templates. If you wish to define your own condition,
first click on “Add variable condition”. A new window will open.

Standardized description of the subpopulation o

Prepared conditions & -

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg
participants at SZ Berlin-Mitte
participants at SZ Berlin-Nord
participants at SZ Berlin-Sud

participants at SZ Bremen

Define Conditio

Choose one of the following ways to s

Choose from Template

Use the list on the left to load a predefined Cre
condition.

< Select from the left menu

« \iew options <

Variable: Search for variable

Collection: Please select... -
Operator: Select operator... -
Comparison ® Fixedvalue Another variable
mode:

Value: -
X Cancel

v Apply

4+ Add variable condition
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Select variable:

Standardized description of the subpopulation o

Prepared conditions & -

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg
participants at SZ Berlin-Mitte
participants at SZ Berlin-Nord
participants at SZ Berlin-Sud

participants at SZ Bremen

First, you must select an appropriate
variable for which you want to define a
value. In our example, we want to
select only those individuals who did
not have Crohn's disease at the time of
the baseline examination. This
corresponds to the variable
“d_an_ge 3”

Use the list on the left to load a predefined
condition.

< Select from the left menu

« \iew options <

onditinn
Variable: Ulcerative colitis or Crohn's disease
Operator: Ulcerative colitis or Crohn's disease
Comparison * Fixed value Another variable
mode:
Value:

+ Add variable condition
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Select wave:

i i =
Standardized description of the subpopulation €1 v View options

Prepared conditions & -

In the next step, select the respective

Search examination. In our example, we only
oartic | want to select people who did not have "
articipants from Baseline . . onditio

examination Crohn’s dlsease at the basellne \‘}%[ Variable: Ulcerative colitis or Crohn's disease
Participants from first re- examination. Therefore, the baseline

examination examination should be selected. ,/ Operator:  Please select...

First re-examination

Collection: Baseline examination -

MRI Participants Comparison

Choose from Template mode:
participants at SZ Augsburg . .
Value: Comparison value =
Use the list on the left to load a predefined Cre
participants at SZ Berlin-Mitte condition.

X Cancel v Apply
participants at SZ Berlin-Nord

< Select from the left menu

participants at SZ Berlin-Sud

participants at SZ Bremen

TUTORIAL NAKO TRANSFERHUB




Submit a use and access application — Data

Chose operator:

Standardized description of the subpopulation o

Prepared conditions & -

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg
participants at SZ Berlin-Mitte
participants at SZ Berlin-Nord
participants at SZ Berlin-Sud

participants at SZ Bremen

Now you need to select the appropriate

inn

« \iew options <

operator. In our example, we want to  pndi

b ways

select only those individuals who did
not have Crohn's disease at the time of
the baseline examination. Therefore,
you need to select the “=” here. K

Use the list on the left to load a predefined
condition.

< Select from the left menu

Variable:

Collection:

> Operator:

Comparison

mode:

Value:

X

Can

Ulcerative colitis or Crohn's disease

Baseline examination

Select operator...

Arithmetic comparison

=
<

=

m <
+ Add variable
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Chose value:

Standardized description of the subpopulation o

Prepared conditions & -

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg
participants at SZ Berlin-Mitte
participants at SZ Berlin-Nord
participants at SZ Berlin-Sud

participants at SZ Bremen

« \iew options <

Define Condi
. ways Variable: Ulcerative colitis or Crohn's disease
In the final step, you need to select the [ - . o
Collection: Baseline examination -
exact value. In our example, that would operator: [ -

be “2: no.” Then all you have to do is
click “Apply,” and the first condition is
completed.

CUTTUTUIUTT.

< Select from the left menu

Comparison
mode:

> Value:

X Can

+ Add variable

® Tixed value Another variable

no e

yes
Value: 1

Don't know
Value: 9999

Not specified
Value: 8888
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Once all the information for the first condition has been entered, a new field (highlighted in blue here) appears. This
field provides an overview of the condition you have created. If you want to remove this field or add additional
conditions, click the three dots at the far right of the field. Here, you can add further conditions and make additional
changes. In our example, we would also like to specify that individuals reported Crohn’s disease during the 5-year
follow-up.

Standardized description of the subpopulation indo A= R

Prepared conditions - N
Search

Ulcerative colitis or Crohn's disease = no

NAVIGATION
+ Add variable conditi ‘ ‘

Participants from Baseline

o [ Remove criterion
examination .

Q. Determine the num . APPEND
Participants from first re- If you Wa nt tO Ed |t d + Add variable condition
examination . e ey e .
specific condition, please 1 extend with AND
MRI Participants click directly on the ¥ extend with OR
INFORMATION
participants at SZ Augsburg name. (2 Show in data dictionary

participants at 52 Berlin-Mitte Q Count cases for this expression
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To create another condition, you must first click “Add variable condition.” This will open the familiar window where you
need to fill in all the relevant fields. Since you now want to select individuals who indicated Crohn’s disease during the 5-
year follow-up, you must select the 5-year follow-up (“First re-examination”) for the wave and “d_an_ge fu_3” for the

“u_n

variable. The operator is again “="” and the value is now “1:yes.” Now click “Apply,” and another condition is defined.

Standardized description of the subpopulation o

Prepared conditions

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg

participants at SZ Berlin-Mitte

Ulcerative colitis or Crohn's disease =

+ Add variable condition

Q, Determine the number of cases

Variable:
Collection:

Operator:

Comparison ® Fixed value

mode:

Value:

Ulcerative colitis or Crohn's disease(U2

First re-examination -
= v

~ Another variable

yes =

Cancel v Apply

D Undo w View options

‘ NAVIGATION ‘

‘@] Remove criterion ‘
APPEND

+ Add variable condition

1 extend with AND

1 extend with OR

INFORMATION

(2 show in data dictionary

Q Count cases for this expression
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After you click “Apply,” the second condition will also appear. We have now selected individuals who reported Crohn’s
disease only in the 5-year follow-up. As a further example, we will define another condition. We also want to account
for individuals who did not report Crohn’s disease in the baseline examination, but in the 5-year follow-up OR in the
Health follow-up survey 1 (GEFU 1). To do this, we must click “append OR condition.”

Und Vi ti
Standardized description of the subpopulation ORI LA S

Prepared conditions AND 4/l conditions must be met

+
Search
Participants from Baseline Ulcerative colitis or Crohn's disease = no o
examination
Participants from first re- Ulcerative colitis or Crohn's disease(U2) = yes o

examination

+ Add variable condition || J append OR condition

MRI Participants

. Q. Determine the number of cases
participants at 5Z Augsburg

participants at 5Z Berlin-Mitte
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After clicking “Append OR condition,” select the “Add variable condition” field to define another condition. Enter all the
necessary information here to define the correct condition. If you are unsure about which variable to select, please refer

to the data manual on the TransferHub homepage or the data directory within the TransferHub itself.

Standardized description of the subpopulation o

Prepared conditions

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg

participants at SZ Berlin-Mitte

participants at SZ Berlin-Nord

participants at SZ Berlin-Sud

AND All conditions must be met

Ulcerative colitis or Crohn's disease = no

Ulcerative colitis or Crohn's disease(U2) =

OR At least one condition must be met

+ Add variable condition

Variable:
Collection:

Operator:

Comparison

mode:

Value:

X

fulr_vn_col

Health follow-up survey 1 (GEFU 1) ~

® Fixed value Another variable

Yes =

Cancel v Apply

4+ Add variable condition 1 append OR condition

Q, Determine the number of cases

") Undo

» View options @

+
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After you click “Apply” again, the OR condition will appear. However, it is not yet in the correct position, as a distinction
needs to be made between a diagnosis of Crohn's disease at the 5-year follow-up OR the Health follow-up survey 1
(GEFU 1). You can correct this by rearranging the condition using drag-and-drop.

Standardized description of the subpopulation

Prepared conditions

Search

Participants from Baseline
examination

Participants from first re-
examination

MRI Participants

participants at SZ Augsburg

participants at SZ Berlin-Mitte

participants at SZ Berlin-Nord

participants at SZ Berlin-Sud

*) Undo

AND Al conditions must be met

Ulcerative colitis or Crohn's disease = no

Ulcerative colitis or Crohn's disease(U2) = yes

OR At least one condition must be met

8.1 = Yes

+ Add variable condition 1 append OR condition

Q, Determine the number of cases

» View options @

+
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After you click “Apply” again, the OR condition will appear. However, it is not yet in the correct position, as a distinction
needs to be made between a diagnosis of Crohn's disease at the 5-year follow-up OR the Health follow-up survey 1
(GEFU 1). You can correct this by rearranging the condition using drag-and-drop.

Standardized description of the subpopulation o aldC, i oplions.S
Prepared conditions AND Al conditions must be met +
Search T T . Create ORindent oo

Participants from Baseline Ulcerative colitis or Crohn's disease = no o
examination
Participants from first re- Ulcerative colitis or Crohn's disease(U2) = yes
examination ‘& e i{ Create ORindent
MRI Participants — PN
Ulcerative colitis or Crohn's disease(U2) = yes

participants at SZ Augsburg e e S |[_Create ANDindent T

- o
participants at SZ Berlin-Mitte sl =

participants at SZ Berlin-Nord S . L e ’

participants at 5Z Berlin-Sud

Q, Determine the number of cases
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Once you have placed the condition in the correct spot, you will see the updated window. If you have accidentally
moved something to the wrong position, you can click “Undo.” This is also helpful if things have become a bit confusing.
Now click “Determine the number of cases”.

Standardized description of the subpopulation e Smtndo AR LR L

. &
Prepared conditions ©0 AND A/l conditions must be met +
Search
Participants from Baseline Ulcerative colitis or Crohn's disease = no o

examination

Participants from first re- OR 4t least one condition must be met ok
examination

MRI Participants
Ulcerative colitis or Crohn's disease(U2) = yes

participants at SZ Augsburg

participants at SZ Berlin-Mitte L e

participants at SZ Berlin-Nord
+ Add variable condition 1 append OR condition

participants at SZ Berlin-Sud
I Q, Determine the number of cases I
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Another window will open, where you can review the conditions you have entered. In the upper-left corner of the
window, you will see the estimated size of the defined subpopulation. This is particularly relevant for the power analysis
described earlier in the project description.

Standardized description of the subpopulation e Smtndo AR LR L

Y &
Prepared conditions AND  All conditions must be met +
Search
Participants from Baseline Ulcerative colitis or Crohn's disease = no o
examination I ~ Number of subpopulation: ~ 400 I 2026-06-09 12:32:55
Participants from first re- OR 4t least one condition must be met ok
examination (
ul_d_an_ge_3 = 2
MRI Participants AND o
Ulcerative colitis or Crohn's disease(U2) = ves ( D Restore
iti = u2_d_an_ge_fu_3 =1
participants at SZ Augsburg Colitis ulcerosa oder Morbus Crohn (U2) = Ja O-R_f:l ;ﬁl: v; ol = 1
) o

8.1 = Yes

participants at SZ Berlin-Mitte )

participants at SZ Berlin-Nord

+ Add variable conditio end OR condition

participants at SZ Berlin-Sud

Q, Determine the number of cases
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Finally, select the “Save and proceed with request” field. You will then see the subpopulation you selected in your
application.

i i =
Standardized description of the subpopulation o Smtnds (=R

Ao &
Prepared conditions AND Al conditions must be met + |
Search
Participants from Baseline Ulcerative colitis or Crohn's disease = no 0
examination
Participants from first re- OR At least one condition must be met +
examination B
MRI Participants P
Ulcerative colitis or Crohn's disease(U2) = yes —
participants at SZ Augsburg
8.1 = Yes 0

participants at SZ Berlin-Mitte

participants at SZ Berlin-Nord
+ Add variable condition 1 append OR condition

participants at SZ Berlin-Sud
Q, Determine the number of cases

B Save and proceed with request BB Show all subpopulations
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Submit a use and access application — Biosamples

Person respon5|ble for blosamples: Here you Please refer to the information sheet TES-info-02b.

should enter the person who will be primarily Please review this

responsible for the biosamples. This includes: Person responsible for biosamples : information sheet in

communication with biosample storage facilities, Enter names here advance before

logistics management, and sample destruction Invite a person who hasn't registered yet starting the application

after the end of the project. Which of the co-applicants should be responsible fl ~ for the biosamples,
by biorepositories. Person will be responsible for m

« 4e ensuring that samples are utilised or destroyed after end of project
Description of planned analyses and analytes: : / L

Please describe the planned analyses and the Description of planned analyses and analytes
biosamples to be investigated or specify the
standard protocols used. Also indicate whether
biosamples should be aliquoted or whether

remaining residual samples should be sentback. | 11 R e o o e

If biosamples are processed using d previously biosamples using a non-published method, you must upload your own biosample protocol.
unpublished method, a separate biosample
protocol must also be submitted together with
the application.
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-» Add Analysis: After clicking this field, the following window opens with free-text fields and selection fields.

Analysis
1. Specify planned analyses and target analytes or the standard protocols
used.

2. Describe sample aliquoting or the return of residual samples.
3. If unpublished methods are used, attach a separate biosample protocol.

Analysis € Biosample Shipping address * o Comment Action
Y

Type * Please select ... -
yp

Required quantity * 0

Subpopulation i ) Please select... =
Study wave * Erstuntersuchung =
Storage location * No biosample type selected =

© Append Analysis

TUTORIAL NAKO TRANSFERHUB
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Analysis (5 ) Biosample Shipping address * o Comment Action
Type * rF"I-:aasnﬂ_- select ... 3
a
Required quantity * € | [EEEEEECS P
Buffy Coat
Subpopulation o' y
Erythrozyten
Study wave * Plasma
Storage location * serum
Naseanabstrich
© Append Analysis Speichel

Type: The following biosample types can be selected: Buffy coat, erythrocytes, plasma,

serum, nasal swab, saliva, urine, stabilized stool, native stool, and DNA. The types of
samples have not yet been translated.

Important: You can only select one biosample type at a time. To select an additional type,
click “Add Analysis” again. A complete input form will open for each sample.
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Analysis (5 ) Biosample Shipping address * o Comment Action

Type * Please select ... =

Required quantity * o

Subpopulation i ) Please select... =
Study wave * Erstuntersuchung =
Storage location * No biosample type selected =

© Append Analysis

Required quantity: The required
guantity refers to the amount needed
for the respective analysis and
additionally the total amount required
for processing (sample aliquoting/

pipetting).
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Analysis € Biosample Shipping address * € Comment Action
Type * Please select ... =
Required quantity * 0
Subpopulation i |TPIease select... [v]
predefined
Storage location * Hauptstudie - m_tgr_nako =1
Data Freeze 100.000 - m_tgr_nako_df100k = 1
© Append Analysis MRT-Studie - (u1_basis_status_mrt = 3 AND m_tgr_na...

Fuliballer-Kohorte - m_tgr_fuba =1

own

Subpopulation: As in the previous tab with the general data, a subpopulation can be selected here. You can again
choose either predefined or self-defined populations. The predefined names have not yet been translated.

It is recommended to use, whenever possible, all available data for the respective variables from the corresponding
survey waves for the planned analyses. Reducing the data set is only appropriate in well-justified exceptional cases.
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Analysis (5 ) Biosample Shipping address * o Comment Action

Type * Please select ... -
Required quantity * i )

Subpopulation i ) Please select... =

Study wave * Erstuntersuchung -

Storage location * wellenunabhangige Daten
Rekrutierung

Kalibrierung Baseline
GEFU-1

Zweituntersuchung
GEFU-2

Study wave: Here you can specify from which study wave the samples should be selected.

=»| This selection is incorrect, as biosamples can only be selected from the study waves “Baseline

examination/Erstuntersuchung” and “5-year follow-up/Zweituntersuchung”. No biosamples exist for the other
waves. Furthermore, the wave names have not yet been translated.
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Analysis € Biosample Standard a | shipping address * € Comment Action
zentrales Bioprobenlager |
Type *
w Weitere

Required quantity * €9 | Augsburg

Freibur,
Subpopulation o - &
Dusseldorf
Study wave * Regensburg

v

Storage location * |zentrales Bioprobenlager l;]
—

© Append Analysis

N Storage location: To be able to make a selection here, you must first select a biosample type. Here, you can choose
between centralized and decentralized biosample repositories. The entries have not yet been translated.
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Analysis (5 Biosample Shipping address * (5 )

Comment Action

Type * Please select ... =

Required quantity * 0

Subpopulation i ) Please select... =
Study wave * Erstuntersuchung =
Storage location * No biosample type selected =

© Append Analysis

Shipping address: The address (contact person in the lab, street, postal code, and city) of the lab should be entered
here. For biosamples that are analyzed in different laboratories, the order can be adjusted using the arrow keys.
Interim shipping is coordinated logistically by the person responsible for the biosamples.
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© Append Analysis

Analysis (5 ) Biosample Shipping address * o Comment Action
Type * Please select ... =
Required quantity * o
Subpopulation i ) Please select... =
Study wave * Erstuntersuchung =
Storage location * No biosample type selected =
\ V.

[~

Justification of feasibility for analysis of bio samples

Justification/information on costs incurred, information on technical/financial feasibility

TUTORIAL NAKO TRANSFERHUB

£

Please provide
information on expected
costs and feasibility as
specifically and briefly as
possible.

Use the comment field
only for relevant and
important additions.
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Submit application

At the very end of each application page, you can view the current status of your application. Already submitted
applications can also be found here. To do so, click on “Show all requests” to obtain an overview. Please use this option
to review your application carefully once again.

BB show all requests € Previous = Next N Submit your Gpp/ICGtIOH Only

after you have carefully
reviewed your draft in detail.
Make sure that all required
fields are completed.

My Applications

Q. | Filter table by issue key, title or applicant X &
Type Issue key & Title of the project ¢ Main applicant ¢ Status & Submitted ¢ Action
@ NAKO-403 Personality as a lever for preventing cognitive ageing processes: a dynamic perspective | | Submitted 27.04.2026

@ - <not filled in yet> | | Draft

TUTORIAL NAKO TRANSFERHUB



You did it ©

Congratulations on successfully
submitting your application!
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